Abstract
have largely unconstrained contact with wild equids within the Mongolian steppe ecosystem.
38
Our results suggest that the Asiatic wild asses are exposed to known equine influenza A strains 39 H3N8 and H7N7 and additional influenza strains not previously described in horses. H7N7 has 40 been considered to be absent from the region but is clearly not. Asiatic wild asses may therefore Therefore, we sought to investigate history of exposure to influenza viruses in wild equids, as a 73 first step in understanding their role in the ecology of equine influenza.
74

Results
75
Field work (Table 1) . Six animals were negative, whereas 7 animals had reactivity detectable 97 by microarray to one or more antigens. These were low levels of reactivity to H5 (2 animals), H8 
102
The two khulan serum samples which reacted with H7 antigen, reacted specifically to the Dutch 103 H7N7 strain (H7-03, A/Chicken/Netherlands/1/03), but not to the Chinese H7N9.
104
We cannot exclude that multiple known or unknown strains of H1, H5, H8 and H10 cross 105 reacted due to the viscous nature of khulan serum or that the viral strains eliciting the immune 106 response are divergent from known strains. Confirmation of the results using hemagglutination 107 inhibition (HI) assays was not possible because the serum was severely hemolysed and a-specific 108 agglutination was detected in the control well without virus. Therefore, the specific influenza 109 viruses responsible for eliciting the development of these antibodies remain unknown. 
127
The difficult terrain, with dry river beds, low mountains, bushes, shrubs and desert khulan are not found in the vast Gobi ecosystem (16). In our study, the numbers of animals 132 captured exceeded the expectations for our short 2 week window. These challenges need to be 133 taken into account when evaluating this study.
134
We found evidence for exposure to influenza viruses with a hemagglutinin of subtype 
Materials and Methods
162
The study took place in the Southern Gobi Desert in Mongolia, and was approved by the 
196
All presently known influenza A virus HA-types are represented on the array ( Table 1 . Recombinant HA1-proteins included in the protein microarray.
